PURPOSE OF PROPOSAL:

The purpose of this proposal is to add Field Pennycress (Thlaspi arvense) purity weights into the
AOSA Rules Volume 1.

PRESENT RULE:
New Rule

PROPOSED RULE:

Table 2A. Weights for working samples.

Minimum
Pure Minimum weight for Approximate | Approximate
Seed | Chaffy weight for noxious- number of number of
. A .
Unit | Seed Kind of seed purlty weed seed seeds per seeds per
# analysis ® or bulk gram ¢© ounce ¢
examination
Grams Grams Number Number
Thlaspi arvense L.
2 Fanweed; Frenchweed:; 3.5 35 1532 43,356
pennycress,field

HARMONIZATION/IMPACT STATEMENT:

Thlaspi arvense is currently not included in the ISTA Rules, Canadian Methods and Procedures or the
Federal Seed Act.

SUPPORTING EVIDENCE:

Thlaspi arvense is an annual winter oilseed crop, also a well-known species as a weed and in some
states a noxious weed. There has been interest and work done to understand the use of this species
as an oilseed crop. Companies and universities have been working on developing versions of
Thlaspi arvense for this purpose. With all this work on development it has become necessary to
include the species in the AOSA Rules to enable this new market.

The Purity Committee was consulted prior to the start of the process to confirm the Pure Seed Unit
(PSU) designation. Debbie Meyers determined that the PSU shall be #2. This is aligned with other
species of Brassica already in table 2A. Eight (8) replicates of one hundred (100) seeds were
counted and weighed for each sample per the guidance provided in committee protocol. The Purity
Weight Calculator v3 was used for all 18 samples. One sample was found to have excessive size
variation, and an additional 8 replicates were counted and weighed.

It should be noted that the locations of the domesticated samples in the table are concentrated in the
mid-west and have a shorter span of harvest years. This can be attributed to the span of time the
domesticated version has been in development and the growing area in which the work was done.
The domesticated samples used are gene edited and visually look different by color from the wild

type.


Samuele Banks
Consulted?

Samuele Banks
Debbie Meyers determined...


Table 1 Samples with harvest, location and type.

Sample ID Harvest | Location Type
CC1:WG:AVI 2022 Arenzville, IL Domesticated
CC1:WG:AVI 2023 Arenzville, IL Domesticated
CC3:WG:AVI 2021 Arenzville, IL Domesticated
CC3:WG:RMCI 2024 Mascoutah, IL Domesticated
CC4:WG:AVI 2022 Arenzville, IL Domesticated
CC4:WG:GH 2022 St. Louis, MO Domesticated
CC5:WG:AVI 2022 Arenzville, IL Domesticated
CC5:WG:AVI 2023 Arenzville, IL Domesticated
CC5:WG:HVI 2020 Havana, IL Domesticated
CC6:WG:MPI 2023 Mt. Pulaski, IL Domesticated
CC6:WG:RMCI 2024 Mascoutah, IL Domesticated
Beecher 2011 Macomb IL Wild
Beecher 2015 Macomb IL Wild
CC12:WT:HVI 2024 Havana, IL Wild
CC12:WT.SKM 2024 Sikeston, MO Wild
CC7:WT:VNI 2020 Venedy, IL Wild
CCO:WT:GH 2022 St. Louis, MO Wild
Elizabeth 2019 Macomb IL Wild

Figure 1 shows higher than expected variation in size as identified by the CV% of 15. This is an
indicator for excessive variation of seed size. Per the purity weight calculator, the projected weight
should be 2.6 grams for a purity. Section E of Figure 1 indicates that for the samples utilized there
were several samples with less than the desired 2500 seed count at 2.6 grams. Itis my
recommendation with consultation with the Purity Committee to propose a larger amount than
suggested by the tool. A 3.5-gram purity weight as seen in chart E of Figure 2 ensures all the samples
meet the 2500 seed target for purity assessment. Although in most cases the test will be on more
seeds than needed, the purity for the species is uncomplicated and should not pose an excessive
burden on the analyst.



D

D1. For each seed lot, enter the average purity weight

calculated in etther BS or C5 without further rounding.

D2. Check the CW. The CV should not exceed 10% for

either chaffy or non-chaffy kinds. If the CV is greater

ithan 10%, single reliable estimates of minimum purity
and bulk/noxious weed weights cannot be calculated

based on the sampled seed lots.

D3. The average purity weight from all lots is

calculated. Do not use this value when proposing an

oe to Table 2A of the Rules, vol. 1

(2022).

D4. The Minimum Purity Working Weight (g},

iderived from the value in D3, is

rounding. This value is the upper limt 95% confidence
interval for the mean calculated in D3. Results must be

reunded to the correct number of decimal places, as

|described in sec. 13.4b.1 of the rules, vol. 1 (2022) and
isection V.4 of the instructions, before inclusion in

Table 2A of the rules.

D5. Manually enter the correctly rounded mean from D4

in the provided field. This is the value to be proposed

for addition to Table 2A of the rules .

D6. The minimum bulk/noxious weed weight for

inclusion in Table 2A is automatically generated.

Before a new analysis for a different species,

imake sure to clear the data entered under A, B1,

B4, C4, D1 and D5.

Figure 1. Excerpt from Purity Weight Tool

D1. Average purity weight for each seed lot E (Optional) 2.56
Lot No. D Calculated purity weight (g) E1. The minimum purity working
1 CCS:WGHHVI2020 221 e = DAL E2. Estimated seed number
imported.
2 OC3:WGAVIZ021 23325 LotiD Purity weight Seed number per lot
CCA:WG:AVI2022 1385 E2. The purity weightsfor eachlotare | rpc.wa.nvizozo 221 2896
imported from D1. The
a CCAWGIGH2022 2.6475 I —————— CC3:WEIAVIZ021 2.3325 2748
5 CCLWG:AVIZ023 1.855 sutomatically cslculated CCAWG:AVI2022 1.885 3224
& CCE:WG:MPI2023 275 CCA:WG:GH2022 2.6475 2417
Before a new analysis for a different
7 CC3WGRMCI2024 2.2675 i S CCLWG:AVI2023 1.855 2450
8 2.08 entered under A1, B1, B4, €4, D1and | CCE:WG:MPI2023 275 2327
9 21 P CC3:WGRMCI2028 2.2675 2822
10 2.1675 CCLWG:AVIZ022 2.08 2077
without
1 CCBIWGHRMCI2024 3.425 CC5IWGIAVIZ023 21 2048
12 Beecher 2011 2345 CC5:WG:AVIZ022 21675 2953
13 Beechar 2015 2.6575 CCE:WGRMCI2024 3.425 1863
14 Elizabeth 2019 2385 Beecher 2011 2345 2729
15 CCTWT:VNI2020 2.735 Beecher 2015 2.6575 2408
16 CCOWT:GH2022 2.45 Elizabeth 2019 2345 2729
17 CC12:WTHVI2024 2.5575 CCTWT:VNIZ020 2735 2340
18 CC12:WT:SKM2024 2.53 CCO:WT:GH2022 245 2612
19 CC1Z:WT:HVIZ024 2.5575 2502
20 CC12:WT:SKM2024 253 2530
D2 cV (3} 15.0
D3. Mean purity weight 24133
D4, Unrounded Minimum Purity Working Weight [g): 2.56197
Minimum purity weight rounded to 2 decimals: 256
Minimum purity weight rounded to 1 decimal: 26
Minimum purity weight rounded to whole number: 3
DS. Minimum Purity Working Weight (z): 2.56
D6. e/ ight [g): 256

D
D1. For each seed lot, enter the average purity weight
calculated in either BS or CS without further rounding.

D2. Check the CV. The CV should not exceed 10% for
either chaffy or non-chaffy kinds. If the CV is greater
than 10%, single reliable estimates of minimum purity
and bulk/noxious weed weights cannot be calculated
based on the sampled seed lots.

D3. The average purity weight from all lots is
calculated. Do not use this value when proposing an
addition/change to Table 24 of the Rules, vol. 1
(2022).

D4. The Minimum Purity Working Weight (g),
derived from the value in D3, is calculated without
rounding. This value is the upper limit 95% confidence
interval for the mean calculated in D3. Resulis must be
rounded te the correct number of decimal places, as

D1. Average purity weight for each seed lot

[described in sec. 13.4b.1 of the rules, vol. 1 (2022) and
section V.4 of the instructions, before inclusion in
Table 2A of the rules.

D5. Manually enter the correctly rounded mean from D4
in the provided field. This is the value to be proposed
for addition to Table 2A of the rules

D6. The minimum bulk/noxicus weed weight for
inclusion in Table 2A is automatically generated.

Before & new analysis for a different species,
\make sure to clear the data entered under A, B1,
B4, C4, D1 and D5.

E (Optional)

EL. Minimum puri

Lot No. D Calculated purity weight g} E1. The minimum purity working
1 CCSHWGHVI2020 221 FEL S SELET = E2. Estimated seed number
imported
2 CC3WGIAVI2021 23325 LatID Purity weight Seed number per lot
3 CCA:WG:AVIZ022 1.985 E2. The purity weightsforeachlotare [ oo e nvanag 2.21 3859
imported from D1. The estimated
[ CCA:WGGH2022 26475 urmber of seedsfor each lotis CCIWG:AVI2021 23325 3751
5 CCLWG:AVI2023 1.855 =utomatically calculatad. CCAWG:AVIZ022 1.985 2408
3 CCEWG:MPI2023 2.75 CC4:WG:GH2022 26475 3305
Before a new analysis for a different
7 CC3WGRMCI2024 2.2675 A S e CCLWG:AVI2023 1.855 717
8 CCLWG:AVI2022 2.08 entered under A1, B1, B4, €4, 01 and CCEWGE:MPI2023 2.75 3182
s CC5:WG:AVI2023 21 D5- CC3WGRMCI2024 22675 3859
10 CCSWGAVI2022 2.1675 CCLWG:AVI2022 2.08 4207
1 COEWGRMCI2024 3.425 CC5WG:AVI2023 2.1 2167
12 Beacher 2011 2345 CCSWG:AVI2022 21675 4037
13 Beacher 2015 26575 CCEWGRMCI2024 3.425 2555 *
14 Elizabeth 2019 2345 Beecher 2011 2345 3731
15 CC7T:WT:VNIZ020 2735 Beecher 2015 26575 3293
16 CCHWTIGH2022 245 Elizabeth 2019 2,345 3731
17 CC1Z:WT:HVIZ024 25575 CC7T:WT:VNIZ020 2735 3199
18 CC12:WT:SKM2024 2.53 CCHWT:GH2022 245 3571
19 CC12:WT:HVIZ024 25575 3821
20 CC12:WT:5KM2024 2.53 3458
D2 cV [36): 15.0
D3. Mean purity weight 2.4133
D4. Unrounded Minimum Purity Working Weight (g} 256197
Minimum purity weight rounded ta 2 decimals: 2.58
Minimum purity weight rounded to 1 decimal 26

Minimum purity weight rounded towhale number:

D5. Minimum Burity Working Weight (g}:

r
w
in

—

D6.

Figure 2 Purity Weight Tool with adjusted weights



The following figures are excerpts from the Purity Weight Calculator -v3 for all of the individual
samples tested.

A B BL.Data entry
Lot/sample ] - ; — -
idortifirati BA1. Enter the weights of & replications (1-8) for a single sampled seedlot. Ignore Replication 100-sead weight z)
Lnlt antiiea "I\I;: Ithe ranked results with marked red dots generated for the first 8 replicates. 1 0.0935 13
Ranked results are onty used in Part C below. .
1 CC3:WE:AVI2021 2 0.0906 1
2 B2. Check the CV. Ifthe CV is 6% or less for chaffy kinds, or 4% or less for non-chaffy 3 0.0935 15
kinds, proceed to B3. If the CV is greater than 6% or 4% for chaffy and non-chaffy kinds, 14
= respectively, skip steps B3-B5 and go to part C. & S
4 5 0.0934 16
o B3. The output shows the unrounded mean, with all possible rounding options. Use & 0.0982 10
section 2.3a of AQSA Rules, vol. 1(2021) to determine the correct number of decimals g9
& for your final answer. Section |.5 of the accompanying instructions also describes ’ 0.0333
7 correct rounding. 8 0.095 12
8 g |.1
|B4. Manually enter the correctly rounded mean from B3 in the provided fisld. 7 1
5 o
10 B5. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 Pi
1 Enter this purity weight without further rounding in D1 for that seedlot. ifyou copy 12 Pl
jand paste the purity weight from B3 to D1, make sure you use the 'Paste as value’ 1
12 function in Excel. Otherwise, Excel will paste the equation for calculating the purity 13 P
13 weight rather than the actual value. Double clicking on the destination cell before 14 Pi
1 pasting isa shortcut for pasting just cell values [double clicking only works for single 15 P 1
cells, not when multiple cells are selected).
= 16 lo:
16 Repeat for samples from each seed lot. Before each new analysis, moke sure you clear
17 the contents you entered under B1 and B4. B2. CV (36); first 8 replicates: 3.2
13
19 C B3. Mean before rounding: 0.09326
20 This part is enly needed if the CV[%] calculated in part B is above the maximum Mean after rounding to 4 decimals: 0.0933
limit, ithel seed!
o imit for either chaffy or nen-chaffy = Mean after rounding to 3 decimals: 0.093
Enter the additional replicate weights [9-16) from the same sample in B1. The rank of Mean after roundingto 2 decimals: 0.09
each replicate weight, based on its absolute difference from the mean, is displayed Mean after rounding to 1 decimal: 0.1
tothe rightnftherjlata.AmDngthE 1& replicates, the two I'Ep|iEEt.EWEighf_5With the et e DA TE 10 TSIE A ee 0
|largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.0933
CL. Arevised CV is calculated based on all 16 replicates. Ifthe CV is within acceptable|
|limits [equal to or less than 4% or 6%) ckip C2 and proceed to C3 without checking for
outliers. Ifthe CV is greater than the acceptable limit, go to C2. BS5. Purity and bulk/noxious exam weights
Purity wt. [2500 seeds): 2.3325
(C2. OutliErchEckstrthEtwn rEpIicateweight_swith the Iargesta@lutediﬁerence Buli/naxious wit. (25,000 o): 23.325
from the mean are displayed. Mote that outlier checks are only valid when performed




A B B1. Data entry
Lot/sample B1LE ) _— ) — -
. Enter the weights of & replications (1-8) for a single sampled seedlot. Ignore Replication 100-seed weight (g)
idantifiratinn ; -
Lot o the ranked resultz with marked red dots generated for the first 8 replicates. 1 Py 13
Ranked results are only used in Part C below. .
1 2 0.0906 1
2 CC2WGAVI2021) B2. Check the CV. If the CV is 6% or less for chaffy kinds, or 4% or less for non-chaffy 3 0.0935 15
kinds, proceed to B3. Ifthe CV is greater than 6% or 4% for chaffy and non-chaffy kinds,
3 . ) a 0.0925 14
respectively, skip steps B3-B5 and goto part C.
a 5 0.0934 16
5 B3. The cutput shows the unrounded mean, with all possible rounding options. Use 6 0.0982 10
section 2.3a of AGSA Rules, vol. 1 (2021) to determine the correct number of decimals 9
& foryour final answer. Section 1.5 of the accompanying instructions also describes 7 o
7 correct rounding. 8 0.095 12
) ? |@:
Ba. enter the correctly rounded mean from B3 in the provided field. o 1
5 ol
10 IES.ThE purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 Pl
1 Enter this purity weight without further rounding in D1 for that seedlot. ifyou copy 12 P1
jand paste the purity weight from BS to D1, make sure you use the Paste as value" 1
12 {function in Excel. Otherwize, Excel will paste the equation for calculating the purity 13 P
13 weight rather than the actual vaiue. Dowble clicking on the destination cell before 14 P 1
14 [pasting is a shertcut for pasting just cell values ([double clicking only works for single 15 P 1
cells, not when multiple cells are selected).
= . - ) 16 |91
16 Repeat for samples from each seed lot. Before each new analysis, make sure you clear
17 the contents you entered under B1 and B4. B2. CV [3%); first 8 replicates: 3.7
18
19 C B3. Mean before rounding: 0.09326
20 This part is only needed if the CV[%] calculated in part B is above the maximum Maan after rounding to 4 decimals: 0.0933
R AMSi e iy Ssoe shalir e Mean after rounding to 3 decimals: 0.093
Enter the additional replicate weights [3-18) from the same sample in B1. The rank of Mean after rounding to 2 decimals: 0.09
each replicate weight, based on itz absolute difference from the mean, is displayed Mean after rounding to 1 decimal: 0.1
to the rightofthec.lata.AmDngthE 16 replicates, the two rEpIicatfzweighr_r.with the Vet s 0
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.0933

C1. Arevized CV is calculated based on all 16 replicates. Ifthe CV iz within acceptable|
limits [equal to or less than 4% or %) skip C2 and proceed to C3 without checking for
loutliers. Ifthe CV is greater than the acceptable limit, go to C2.

C2. Outlier checks for the two replicate weights with the |argest absolute difference
from the mean are dizplayed. Note that outlier checks are only valid when performed

B5. Purity and bulk/noxious exam weights

Purity wt. {2500 seads):

2.3315

Bulk/noxious weed wt. (25,000 seeds):

23.325




W

A

B B1.Data entry
Lot/sample BA.E . - ) — =
. Enter the weight= of & replications (1-8) for a single sampled seedlot. Ignore Replication 100-seed weight [g)
idantifiratinn ; -
Lot D the ranked results with marked red dots generated for the first & replicates. 1 0.0743 3
Ranked results are only used in Part C below. .
1 2 0.078 1
2 B2. Check the CV. If the CV is &% or less for chaffy kinds, or 4% or less for non-chaffy 3 0.0777 a
kinds, proceed to B3. Ifthe CV is greater than 6% or 4% for chaffy and non-chaffy kinds, 6
£ CEE Y respectively, skip steps B3-B5 and go to part C. & WiTE e
a 5 0.0743 3
S B3. The output shows the unrounded mean, with all possible rounding options. Use & 0.0847 Dz
section 2.3a of ADSA Rules, vol. 1 (2021) to determine the correct number of decimals 9
& {for your final answer. Section 11.5 of the accompanying instructions also describes 7 0-081
7 correct rounding. 8 0.0304 12
8 9 0.0812 7
|B4. enter the correctly rounded mean from B3 in the provided field.
g 10 0.0791 15
10 BS5. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 0.0779 10
1 Enter this purity weight without further rounding in D1 for that seedlot. [fyou copy 12 0.08 14
\and paste the purity weight from B to D1, make sure you use the Paste as value” 13
12 function in Excel. Otherwise, Excel will paste the equation for calculating the purity 13 0 3
13 weight rather than the actual value. Double clicking on the destination cell before 14 0.0769 5
14 [pasting is @ shortcut for pasting just cell values [double clicking enly works for single 15 0.0797 16
cells, not when multiple cells are selected).
15 16 0.0884 l®:
16 |Repeat for samples from each seed lot. Before eoch new onalysis, make sure you clear
17 the contents you entered under B1 and B4. B2. CV (36}); first 8 replicates: a5
18
19 C B3. Mean before rounding: 0.07845
20 This part is only needed if the CV(%) in part Bis the Mean after rounding to 4 decimals: 0.0785
—— limit ithel seed:
ks e rchaffy or non-chaffy = Mean after rounding to 3 decimals: 0.078
Enter the additional replicate weights [3-16) from the same sample in B1. The rank of Mean after rounding to 2 decimals: 0.08
each replicate weight, based on its absclute difference from the mean, is displayed Mean after rounding to 1 decimal: [i%}
to the rightnftherjlata.AmDngthE 16 replicates, the two rEpIicat.Eweighr_swith the e e T D T o
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.0735

C1. Arevised CV iz calculated based on all 16 replicates. Ifthe CV is within acceptable|
limits [equal to or less than 4% or £36) skip C2 and proceed to C3 without checking for
joutliers. [fthe CV is greater than the acceptable limit, goto C2.

C2. Qutlier checks for the two replicate weights with the |argest absolute difference
from the mean are displayed. Note that cutlier checks are only valid when performed
lon the complete data set (16 replicates), and should not be used after a replicate
'weight has been deleted from the data. Ifthe replicate with the largest difference
|from the mean (Rank 1) is identified a5 an outlier ['YES' result), while Rank 2 replicate
is not an outlier ['NC'), delete the replicate weight corresponding to Rank 1 and
proceed to C3 after confirming that the revised CV [C1) is now within acceptable
limits. However, if the second ranked replicate weight [Rank 2} is also identified as an
outlier ['YES') before any replicate weight is deleted, this seedlot's replicate results
cannot be used for determining purity/bulk/noxious working weights. Presence of
\more than one outlier indicates possible methodelogical errors. Check your data for
|possible errors and refer to the accom panying instructions for possible remedies..

'C3. The unrounded revised mean of all remaining replicates is calculated. Use
section 2.3a of ADSA Rules, vel. 1 (2022), or refer to section I1.5 of the acc ing

B5. Purity and bulk/noxious exam weights

Purity wt. (2500 seeds): 1.9625
Bulk/noxious weed wt. (25,000 seeds): 19.625
C1. Revised CV [%); all replicates: 4.4

C2. Outlier check

This test is designed to check for outliers using the full data set. Do

not use after a replicate weight is discarded.

instructions to determine the correct number of decimals for your final answer.
C4. Manually enter the correctly rounded mean from C3.

C5. The purity and bulk/noxious weed exam weights are calculated for this seedlot.
Enter the purity weight without further rounding in D1 for that seedlot. [fyou copy
(and paste the purity weight, make sure you use the Paste as value' function in Excel.
Otherwise, Excel will paste the equation rather than the actual value. Double clicking

on the destination cell before pasting is another way of just adding cell value [double
ciicking only works for single celis, not when multiple cells are selected).

Repeat for samples from each seed lot when the CV is above acceptable limits. Before
each new seediot analysis, make sure you clear the doto you entered in B1, B4, and C4.

100-seed weight rank Outlier
Rank 1 NO
Rank 2 NO
C3. Revised mean before rounding: 0.075444
Mean after rounding to 4 decimals: 0.0794.
Mean after rounding to 3 decimals: 0.079
Mean after rounding to 2 decimals: 0.08
Mean after rounding to 1 decimal: 0.1
Mean after rounding to whole number: o
C4. Enter rounded mean value here: 0.0734

C5. Purity and bulk/noxious exam weights

Purity wt. (2500 seeds):

1.985

Bulk/noxious weed wt. (25,000 seeds):

19.85




A B B1. Data entry
Lot/sample B1.E ) o ) — :
. Enter the weights of 8 replications (1-8) for a single zampled seedlot. lgnore Replication 100-seed weight (g}
idantifiratinn . .
Lot D the ranked results with marked red dots generated for the first 8 replicates. 1 0.1099 3
Ranked results are only used in Part C below. .
1 2 0.1073 12
2 |BL. Check the CV. If the CV is 6% or less for chaffy kinds, or 4% or less for non-chaffy El 0.1059 16
kinds, proceed to B3. If the CV is greater than 6% or 4% for chaffy and non-chaffy kinds, 15
£ respectively, skip steps B3-B5 and go to part C. & Wil=s
a CCA:WG:GH2022 5 0.1054 13
5 B3. The output shows the unrounded mean, with all possible rounding options. Use 6 0.1042 11
section 2.3a of ADSA Rules, vol. 1 [2021)to determine the correct number of decimals 10
& for your final answer. Section 11.5 of the accompanying instructions also describes 7 0.10321
¥ correct rounding. ] 0.1055 14
8 s [@:
B4, Manually enter the correctly rounded mean from B3 in the provided field. o 1
5 | d
10 BS. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 Pl
1 Enter this purity weight without further rounding in D1 for that seedlot. ifyou copy 12 Pl
and paste the purity weight from BS to D1, make sure you use the 'Paste s value” 1
12 [function in Excel. Otherwise, Excel will paste the equation for calculating the purity 13 P
13 weight rather than the actual value. Double clicking on the destination cell before 14 Pl
14 Npasting isa shortcut for pasting just call values [double clicking only works for single 15 1
celis, not when multiple cells are selected).
15 16 1
16 | Repeat for samples from each seed lot. Before each new analysis, make sure you clear
17 the contents you entered under B1 and B4. B2. CV (3); first  replicates: 1.9
13
19 C B3. Mean before rounding: 0.10588
20 This part is enly needed if the CV[%] calculated in part B is above the maximum Mean after rounding to 4 decimals: 0.1059
able limit ithel seed!
accept imit for either chaffy or non-chafy = Mean after rounding to 3 decimals: 0106
Enter the additional replicate weights [9-16) from the same sample in B1. The rank of Mean after rounding to 2 decimals: 0.11
each replicate weight, based on its absolute difference from the mean, is displayed Mean after roundingto 1 decimal: [i %1
to the right of the data. Among the 16 replicates, the two replicate weights with the .
. ) Mean after reunding to whole number: 1]
largest absolute difference frem the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.1055
C1. Arevised CV is calculated based on all 16 replicates. Ifthe CV iz within acceptable)
Mlimits (equal to or less than 4% or £%) skip C2 and proceed to C3 without checking for
joutliers. If the CV is greater than the acceptable limit, go to C2. B5. Purity and bulk/noxious exam weights
Purity wt. (2500 seeds}: 2.6475
C2. Outlier ch E{ksfn_r the two repl icateweighr_s with the largest ab_&nl ute difference Bulk/noxious w. (25, o) 26.475
|from the mean are displayed. Note that outlier checks are only valid when performed
'on the complete data set (16 replicates), and should not be used after a replicate
'weight has been deleted from the data. Ifthe replicate with the largest difference C1. Revised CV [%); all replicates: 1.9
|from the mean [Rank 1) is identified as an outlier ('YES' result), while Rank 2 replicate




A B Bl Data entry
Lot/sample ; T : — -
BA. Enter the weights of & replications (1-2) for a single sampled seedlot. Ignore Replication 100-seed weight [z}
idantifiratinn L "
Lot o the ranked results with marked red dots generated for the first 8 replicates. 1 0.0702 3
Ranked results are only used in Part C below. :
1 2 0.0714 1o
2 |B2. Check the CV. Ifthe CV is 8% or less for chaffy kinds, or 4% or less for non-chaffy 3 0.0742 16
kinds, proceed to B3. If the CV is greater than 6% or 4% for chaffy and non-chaffy kinds, 12
£ respectively, skip steps B3-B5 and go to part C. i LiEEey
a 5 0.0763 11
5 CCLWGAVI2023 B3. The output shows the unrounded mean, with all possible rounding options. Use 6 0.075 15
section 2.3a of ADSA Rules, vol. 1 [2021) to determine the correct number of decimals 14
& for your final answer. Section 1.5 of the accompanying instructions also describes ’ 0.0751
7 correct rounding. 3 0.0756 13
8 ) jo:
B4. Manually enter the correctly rounded mean from B3 in the provided field. T 1
5
10 B5. The purity and bulk/noxicus weed exam weights are calculated for this seedlot. 11 Pl
1 Enter this purity weight without further rounding in D1 for that seedlot. ifyou copy 12 Pi
and paste the purity weight from B5 to 01, make sure you use the Paste as value" 1
12 |function in Excel. Otherwise, Excel will paste the equation for calculating the purity 1B P
13 weight rather than the actual value. Double clicking on the destination cell before 14 Pi
14 \pasting isashortcut for pasting just cell values [double clicking only works for single 15 P 1
celis, not when multiple cells are selected).
= 16 l®:
16 |Repeat for scamples from each seed lot. Before eoch new analysis, make sure you clear
17 the contents you entered under B1 and B4. B2. CV (36} first 8 replicates: 3.0
13
19 C B3. Mean before rounding: 0.07419
20 This part is enly needed if the CV{%) calculated in part B is above the masimum Mean after rounding to 4 decimals: 0.0742
limit ither chaffy or non-chaffy seed
imit for either c| or = Mean after rounding to 3 decimals: 0.074
Enter the additional replicate weights [3-16) from the zame sample in B1. The rank of Mean after rounding to 2 decimals: 0.07
each replicate weight, based on its absolute difference from the mean, iz displayed Mean after roundingto 1 decimal: 0.1
to the right of the data. Among the 16 replicates, the tw licats ights with th
s = .a i s meg W £ Mean after rounding to whole number: 1]
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.0742

C1. Arevised CV is calculated based on all 16 replicates. [fthe CV is within acceptable
Jlimits [equal toor less than 43 or £3) cskip C2 and proceed to C3 without checking for

gutliers. fthe CV iz greater than the acceptable limit, goto C2.

B5. Purity and bulk/noxious exam weights

Purity wt. (2500 seeds):

1.855

'C2. Outlier checks for the two replicate weights with the largest absolute difference
|from the mean are displayed. Note that outlier checks are only valid when performed

Bulk/noxious weed wt. (25,000 seeds):

13.55




A B B1. Data entry
Lot/sample B1.E ' _— . — :
. Enter the weights of & replications (1-2) for a single sampled seedlot. Ignore Replication 100-seed weight [g)
idantifiratinn ; )
Lot D the ranked results with marked red dots generated for the first 8 replicates. 1 0.1118 13
Ranked results are only used in Part C below. .
1 2 0.1137 10
2 B2. Checkthe CV. If the CV is &% or less for chaffy kinds, or 4% or less for non-chaffy 3 0.1105 15
kinds, proceed to B3. Ifthe CV is greater than 6% or 4% for chaffy and non-chaffy kinds, 14
£ respectively, skip steps B3-B5 and go to part C. 2 ey
4 5 0.1125 12
5 B3. The output shows the unrounded mean, with all passible rounding options. Use 6 0.1093 16
zection 2.3a of ADSA Rules, vol. 1 (2021)to determine the correct number of decimals 1
& CCE:WG:MPI2023 for your final answer. Section |1.5 of the accompanying instructions also describes 7 0.1084
7 correct rounding. k-] 0.1061 E]
3 3 |@:
B4. Manually enter the correctly rounded mean from B3 in the provided field. 0 1
5 4
10 B5. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 Pl
11 Enter this purity weight without further rounding in D1 for that seedlot. ifyou copy 12 P:[
and paste the purity weight from B5 to D1, make sure you use the Paste as value” 1
1z |function in Excel. Otherwise, Excel will paste the equation for calculating the purity 13 P
13 weight rather than the actual value. Dowble clicking on the destination cell before 14 Pl
14 pasting is o shortcut for pasting just cell values [double clicking only works for single 15 P 1
cells, not when multiple cells are selected).
15 16 |®:
16 Repeat for sampies from each seed lot. Before each new analysis, make sure you clear
17 the contents you entered under B1 ond B4. B2. CV (36} first 8 replicates: 2.5
13
19 C B3. Mean before rounding: 0.10338
20 This part is only needed if the CV[%] calculated in part B is above the maximum Mean after rounding to 4 decimals: o.1100
able limit ithe, seed!
cept LI T =iy =R = Mean after rounding to 3 decimals: 0110
Enter the additional replicate weights (3-16) from the same sample in B1. The rank of Mean after rounding to 2 decimals: 0.11
each replicate weight, based on its absolute difference from the mean, is displayed Mean sfter rounding to 1 decimal: o1
to the rightufthe#ata.ﬁ.mnngthe 16 replicates, the two rEpIicat?weighr_r.with the Peretrerrigr e o
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.11

C1. Arevized CV is calculated based on all 16 replicates. [fthe CV is within acceptable
limits [equal to or less than 4% or §%) skip C2 and proceed to C3 without checking for
outliers. [fthe CV is greater than the acceptable limit, go to C2.

C2. Dutlier checks for the two replicate weights with the |argest absolute difference

from the mean are displayed. Note that outlier checks are only valid when performed

B5. Purity and bulk/noxicus exam weights

Purity wt. (2500 seeds):

.75

Bulk/noxious weed wt. (25,000 seeds):

27.5




1
15
11
16
12
14

el

[ = =S - ==

A B B1. Data entry
Lot/sample B1.E : - - — -
. Enter the weights of 8 replications (1-8) for a single sampled seedlot. Ignore Replication 100-seed weight =)
idantifiratinn . .
Lot D the ranked results with marked red dots generated for the first & replicates. 1 0.0358
Ranked resultz are only uged in Part C below. .
1 2 0.0839
2 |B2. Checkthe CV. If the CV is 6% or less for chaffy kinds, or 4% or less for non-chaffy 3 0.0854
kinds, proceed to B3. If the CV is greater than 6% or 4% for chaffy and nen-chaffy kinds,
£ respectively, skip steps B3-B5 and goto part C. & Y
4 5 0.0852
= B3. The output shows the unrounded mean, with all possible rounding options. Use 6 0.0821
=ection 2.3a of ADSA Rules, vol. 1 (2021) to determine the correct number of decimals
& for your final answer. Section 11.5 of the accompanying instructions also describes 7 0.0777
7 correct rounding. a 0.0819
-] CCLWGE:AVI2022 9
B4. Manually enter the correctly rounded mean from B3 in the provided field. o
2
10 BS. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11
11 Enter this purity weight without further rounding in D1 for that seedlot. Ifyou copy 12
and paste the purity weight from B5 to D1, make sure you use the 'Paste as value"
12 \function in Excel. Otherwise, Excel will paste the equation for calculating the purity 13
13 weight rather than the actual value. Double clicking on the destination cell before 14
1 \pasting iz a shertcut for pasting just cell values [double clicking only works for single 15
cells, not when multiple cells are selected).
15 16
16 | Repeat for sampiles from each seed lot. Before each new analysis, make sure you clear
17 the contents you entered under B1 ond B4. B2. CV (36} first 3 replicates: 3.3
13
19 C B3. Mean before rounding: 0.08323
20 This part isonly needed ifthe CV[%) calculated in part B is abowe the maximum Mean after rounding to 4 decimals: 0.0832
—— abie limit ither chaffy or non-chaffy seed!
recept imit for either c or = Mean after rounding to 3 decimals: 0.033
Enter the additional replicate weights [9-1€) from the zame sample in B1. The rankof Mean after rounding to 2 decimals: 0.08
each replicate weight, bazed on itz absolute difference from the mean, is displayed Mean after rounding to 1 decimal: 0.1
to the rightnftherjlata.ﬂmnngthe 16 replicates, the two rEpIicatf}wEighfswith the P e e T o
largest abzolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by correspending red dots.
B4. Enter rounded mean value here: 0.0832
C1. Arevised CVis calculated based on all 16 replicates. Ifthe CV is within acceptable
Jlimits (equal to or less than 4% or 6%) skip C2 and proceed to C3 without checking for
outliers. Ifthe GV is greater than the acceptable limit, goto C2. B5. Purity and bulk/noxious exam weights
Purity wt. {2500 seeds): 2.08
C2. Outlier checks fD!'thEtWD replicate wE-ighfjwith the largest ahlsol ute difference Bulk/noxious wt. (25,000 o) 20.8
from the mean are displayed. Note that outlier checks are only valid when performed




A B B1. Data entry
Lot'sample : - : — -
B1. Enter the weights of 8 replications (1-8) for a single sampled seediot. Ignore Replication 100-seed weight [g)
idantificratinn . .
Lot D the ranked results with marked red dots generated for the first & replicates. 1 0.0812 3
Ranked results are only used in Part C below. .
1 2 0.0844 15
2 B2. Check the CV. If the CV is 6% or less for chaffy kinds, or 4% or less for non-chaffy 3 0.0852 13
kinds, proceed to B3. Ifthe CV is greater than 6% or 4% for chaffy and non-chaffy kinds, 1
£ respectively, skip steps B3-B5 and go to part C. & Wi
4 5 0.0853 12
= B3. The gutput shows the unrounded mean, with all possible rounding options. Use 6 0.0851 14
section 2.3a of ADSA Rules, vol. 1(2021) to determine the correct number of decimals 16
& for your final answer. Section 1.5 of the accompanying instructions also describes 7 0 1
F correct rounding. 2 0.0815 10
s 5 jo:
B4. Manually enter the correctly rounded mean from B3 in the provided field.
9 CCE:WGAVI2023 10 Pl
10 B5. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 Pl
11 Enter this purity weight without further rounding in D1 for that seedlot. Ifyou copy 12 Pl
land paste the purity weight from BS to D1, make sure you use the 'Paste asvalue’ 1
12 function in Excel. Otherwise, Excel will paste the equation for calculating the purity 12 P
13 weight rather than the actual value. Double clicking on the destination cell before 14 Pl
14 pasting isa shortcut for pasting just cell values [double clicking only works for single 15 P 1
cells, not when multiple cells are selected).
15 16 = H
16 Repeat for samples from each seed lot. Before each new onalysis, make sure you clear
17 the contents you entered under B1 and B4 B2. CV (38); first 8 replicates: 2.1
18
19 C B3. Mean before rounding: 0.08404
20 This part is enly needed ifthe CV[%] calculated in part B is above the maximum Mean after rounding to 4 decimals: 0.0340
able limit ithe: seed!
ccept imit for sither chaffy or non-chaffy = Mean after rounding to 3 decimals: 0.034
Enter the additional replicate weights (3-16) from the zame sample in B1. The rank of Mean after rounding to 2 decimals: 0.08
each replicate weight, based on its absolute difference from the mean, is displayed Mean after rounding to 1 decimal: o1
to the rightnftherjlata.AmnngthE 16 replicates, the two rEpIicatfeweightjwith the e T s T o
largest abzolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by correzponding red dots.
B4. Enter rounded mean value here: 0.034

(C1. Arevised CV iz calculated based on all 16 replicates. Ifthe CV iz within acceptable
limits [equal to or less than 4% or %) skip C2 and proceed to C3 without checking for
loutliers. [fthe CV is greater than the acceptable limit, go to C2.

'C2. Dutlier checks for the two replicate weights with the largest absolute difference

B5. Purity and bulk/noxious exam weights

Purity wt. {2500 seeds):

21

from the mean are displayed. Note that outlier checks are only valid when performed

Bulk/noxious weed wt. (25,000 seeds):

21




A B B1.Data entry
Lotisample BA. Enter the weights of & replications {1-8) for a sing) led seediot, | icati 00-seedwei
idantifiratinn « CNTET The wWelgl o replications ( ] or a single samp SEeediol. Ignore Replication 1 Im?lgh‘l{g]
Lult D the ranked resufts with marked red dots generated for the first 8 replicates. 1 o 5 12
Ranked results are only used in Part C below. .
1 2 0.0845 1
2 B2. Check the CV. If the CV is 638 or less for chaffy kinds, or 4% or less for non-chaffy 3 0.0854 g
5 kinds, proceed to B3. [fthe CV is greater than 6% or 4% for chaffy and non-chaffy kinds, o - 13
respectively, skip steps B3-B5 and go to part C. .
4 5 0.0852 1a
= B3. The output shows the unrounded mean, with all possible rounding options. Use = 0.0844 10
section 2.3a3 of ADSA Rules, vol. 1 (2021) to determine the correct number of decimals 16
& for your final answer. Section |1.5 of the accompanying instructions also describes 7 0.0875
7 correct rounding. 3 0.0855 15
8 3 [@:
B4. Manually enter the correctly rounded mean from B3 in the provided field. T 1
5 4
10 CC5:WGE:AVI2022 BS. The purity and bulk/noxigus weed exam weights are calculated for this seedlot. 11 Pi
1 Enter this purity weight without further rcunding in D1 for that seedlot. [fyou copy 12 P:[
\and paste the purity weight from BS to D1, make sure you use the Paste as value' 1
12 |function in Excel. Otherwise, Excel will paste the equation for calculating the purity 13 P
13 weight rather than the actual value. Double clicking on the destination cell before 14 Pl
14 [pasting isa shortcut for pasting just cell values (double clicking only works for single 15 Pj_
cells, not when multiple cells are selected).
- 16 l®:
16 Repeat for sampiles from each seed lot. Before each new analysis, make sure you clear
17 the contents you entered under B1 and B4 B2. CV [%); first 8 replicates: 2.4
13
19 C B3. Mean before rounding: 0.08673
20 This part is only needed if the CV(%] calculated in part B is above the maximum Mean after rounding to 4 decimals: 0.0867
able limit ithel seed!
accept imit for either chaffy ar non-chaffy = Mean after rounding to 3 decimals: 0.087
Enter the additional replicate weights (3-16) from the same sample in B1. The rank of Mean after rounding to 2 decimals: 0.09
each replicate weight, based on its absolute difference from the mean, is displayed Mean after rounding to 1 decimal: o1
tothe right-nftherjlata.AmongthE 16 replicates, the two rEpIicatfzweighaith the Meanafer rounding to whole ramber o
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: | 0.0867

'C1. Arevized CV iz calculated based on all 16 replicates. If the CV is within acceptable|
limits [equal to or less than 4% or 6% skip C2 and proceed to C3 without checking for
joutliers. Ifthe CV is greater than the acceptable limit, go to C2.

'C2, Qutlier checks for the two replicate weights with the largest absolute difference

from the mean are displayed. Note that outlier checks are only valid when performed

B5. Purity and bulk/noxious exam weights

Purity wt. {2500 seeds):

21675

Bulk/noxious weed wt. (25,000 seeds):

21.675




A B B1. Data entry
Lot/fsample : - : — -
R B1. Enter the weights of 8 replications (1-8) for a single sampled seedlot. Ignore Replication 100-seed weight (=]
Lc:t anmmea "I‘; the ranked results with marked red dots generated for the first 8 replicates. 1 o u
Ranked results are only used in Part C below. ’
1 X 0.1361 1a
2 |B2. Check the CV. If the CV is 65 or |ess for chaffy kinds, or 4% or less for non-chaffy El 0.1264 15
kinds, proceed to B3. Ifthe CV is greater than 6% or 4% for chaffy and nen-chaffy kinds, 10
£ respectively, skip steps B3-B5 and go to part C. & A
a 5 0.1314 9
= B3. The gutput shows the unrounded mean, with all possible rounding options. Use = 0.1366 16
section 2.3a of ADSA Rules, vol. 1 (2021) to determine the correct number of decimals 13
& for your final answer. Section 1.5 of the accompanying instructions also describes 7 0.1388
7 correct rounding. 3 0.1332 12
8 5 jo:
B4, Manually enter the correctly rounded mean from B3 in the provided field. = 1
9 ok
10 B5. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 Pl
11 FC6:WG:RMCI2024  |ENter this purity weight without further rounding in D1 for that seedlot. [f you copy 12 Pl
jand paste the purity weight from B5 to D1, make sure you use the 'Paste as value’ 1
12 \function in Excel. Otherwise, Excel will paste the equation for calculating the purity 13 P
13 weight rather than the actual value. Double clicking on the destingtion cell before 14 Pl
14 \pasting is o shortcut for pasting just cell values {double clicking only works for single 15 Pl
celis, not when multiple cells are selected).
15 16 |®:
16 |Repeot for samples from each seed lot. Before each new onalysis, make sure you clear
17 the contents you entered under B1 and B4. B2. CV [3); first 8 replicates: 2.6
12
19 C B3. Mean before rounding: 0.13689
20 This part is only needed ifthe CV[%) calculated in part B is abowe the maximum IMean after rounding to 4 decimals: 0.1269
e limit ither chaffy or non-chaffy seed:
c TR e er = Mean after rounding to 3 decimals: 0.137
Enter the additional replicate weights (3-16) from the same zample in B1. The rank of Mean after rounding to 2 decimals: 0.14
each replicate weight, based on its absolute difference from the mean, is displayed Mean after rounding to 1 decimal: ol
to the rightnfthm‘:lata.ﬂmnngthe 16 replicates, the two rEpIi:atfszigthwith the Y o e o
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.1365

C1. Arevised CV iz calculated based on all 16 replicates. If the CV is within acceptable
Mlimits [equal to or less than 4% or 6% skip C2 and proceed to C2 without checking for
outliers. If the CV is greater than the acceptable limit, go to C2.

'C2. Dutlier checks for the two replicate weights with the largest absolute difference
|frnm the mean are displayed. Note that outlier checks are only valid when performed

B5. Purity and bulk/noxious exam weights

Purity wt. {2500 seeds):

3.4225

Bulk/noxious weed wt. (25,000 seeds):

34.225




'C1. Arevised CV is calculated based on all 16 replicates. Ifthe CV is within acceptable]
limits [equal to or less than 4% or 6%) skip C2 and proceed to C3 without checking for
loutliers. If the CV iz greater than the acceptable limit, go to C2.

'C2, Qutlier checks for the two replicate weights with the largest absolute difference
from the mean are displayed. Note that outlier checks are only valid when performed

A B B1. Data entry
Lot/sample BA.E ' _— . — :
. Enter the weights of 8 replicatiens (1-8) for a single sampled seedlot. Ignore Replication 100-seed weight (g}
idantifiratinn . "
Lot D the ranked results with marked red dotz generated for the first & replicates. 1 0.0943 14
Ranked results are onby used in Part C below. .
1 2 0.0957 1
2 B2. Check the CV. If the CV is &% or less for chaffy kinds, or 4% or less for noen-chaffy 3 0.0945 15
kinds, proceed to B3. If the CV is greater than 6% or 4% for chaffy and non-chaffy kinds,
3 o ) £ i i 4 0.0965 10
respectively, skip steps B3-B5 and goto part C.
4 5 0.0902 5
= B3. The output shows the unrounded mean, with all possible rounding options. Use 6 0.0925 13
section 2.3a3 of ADSA Rules, vol. 1 (2021)to determine the correct number of decimals 16
& for your final answer. Section |.5 of the accompanying instructions also describes 7 0.0%4
7 correct rounding. 3 0.0922 12
a8 9 Pl
B4. Manually enter the correctly reunded mean from B3 in the provided field. o 1
9 ol
10 B5. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 P:l
1 Enter this purity weight without further rounding in D1 for that seedlot. ifyou copy 12 Pj
\and paste the purity weight from B5 to D1, make sure you use the Paste as valus"
12 Beecher 2011 e : ) . . ) 13 |.1
\function in Excel. Otherwise, Excel will paste the equation for calculating the purity
13 weight rather than the actual value. Double clicking on the destination cell before 14 P:l
14 \pasting is a shortcut for pasting just cell values [double clicking only works for single 15 P 1
celis, not when multiple cells are selecred).
- ’ 16 lo:
16 Repeat for somples from each seed lot. Before each new onalysis, moke sure pou clear
17 ‘the contents you entered under B1 and B4 B2. CV [36); first & replicates: 2.2
13
15 C B3. Mean before rounding: 0.09381
20 This part is only needed if the CV[%] calculated in part B is above the maximum Mean after rounding to 4 decimals: 0.0938
—— able limit ithe, seed!
occept imit for either chaffy or non-chaffy = Mean after rounding to 3 decimals: 0.054
Enter the additional replicate weights [3-18) from the same sample in B1. The rankof Mean after rounding to 2 decimals: .02
each replicate weight, based on its absolute difference from the mean, is displayed Mean after rounding to 1 decimal: ol
to the right of the data. Amongthe 16 replicates, the two replicate weights with the .
. . Mean after rounding to whole number: 1]}
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: | 0.0938

B5. Purity and bulk/noxious exam weights

Purity wt. (2500 seeds):

2.345

Bulk/noxious weed wt. (25,000 seeds):

23.45




A B B1. Data entry
Lot/sample ) _—— : — -
idontifieat BA. Enter the weights of & replications (1-8) for a zingle sampled seediot. Ignore Replication 100-seed weight [g)
Lr.:r: anties "T['; the ranked results with marked red dots generated for the first 8 replicates. 1 0.1047
Ranked results are only used in Part C below. .
1 2 0.1052
2 |B2. Check the CV. If the CV is 6% or less for chaffy kinds, or 4% or less for nen-chaffy 3 0.1082
kinds, proceed to B3. Ifthe CV is greater than &% or 4% for chaffy and nen-chaffy kinds,
- respectively, skip steps B3-B5 and go to part C. g Wil
4 5 0.1073
5 B3. The output shows the unrounded mean, with all possible rounding options. Use & 0.1058
=zection 2.3a of ADSA Rules, vol. 1 (2021) to determine the carrect number of decimals
& for your final answer. Section 11.5 of the accompanying instructions also describes ? 0.1101
¥ correct rounding. a 0.1041
s 5 @
Bd. Manually enter the correctly rounded mean from B3 in the provided field. T
5 o
10 BS. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 P
1 Enter this purity weight without further rounding in 01 for that seedlot. [fyou copy 12
jand paste the purity weight from BS to D1, make sure you use the 'Paste as value'
12 \function in Excel. Otherwise, Excel will paste the equation for calculating the purity 13
13 Beecher 2015 weight rather than the actual value. Double clicking on the destination cell before 14
14 \easting is o shortcut for pasting just cell values [double clicking only works for single 15
celis, not when multiple cells are selected).
15 16
16 | Repeot for samples from each seed lot. Before each new analysis, make sure you cleor
17 the contents you entered under BI and B4. B2. CV (3¢); first 8 replicates: 1.9
13
19 C B3. Mean before rounding: 0.10630
20 This part is only needed if the CV[%) calculated in part B is above the maximum Mean after rounding to 4 decimals: 0.1062
able limit ithe: seed!
recepd I EE Y = Mean after rounding to 3 decimals: 0.106
Enter the additional replicate weizghts (3-16) from the zame sample in B1. The rankof Mean after rounding to 2 decimals: 0.11
each replicate weight, based on its absolute difference from the mean, is displayed Mean after rounding to 1 decimal: o1
to the rightufthec.lata.ﬁ.mnngthe 16 replicates, the two rEpIicatfzweighrjwith the RAcar afies roxmding o witole reaber o
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.1063
(C1. Arevised CV is calculated based on all 16 replicates. If the CV is within acceptable
Mlimits [equal to or less than 4% or 6%) skip C2 and proceed to C3 without checking for
'outliers. Ifthe CV is greater than the acceptable limit, go to C2. B5. Purity and bulk/noxious exam weights
Purity wt. 2500 seeds): 2.6575
C2. Outlier checks fnrthetwn replicate weigrn's with the largest ab.tsnlutediﬁ'erence Bull/noxious wt. (25,000 o) 26.575
Jfrom the mean are displayed. Note that outlier checks are only valid when performed

12
14
11
13
15
16



'C1. Arevised CV is calculated based on all 16 replicates. If the CV is within acceptable|
limits [equal to or less than 4% or 63 skip C2 and proceed to C3 without checking for
loutliers. If the CV is greater than the acceptable limit, go to C2.

'C2, Qutlier checks for the two replicate weights with the largest absclute difference
from the mean are displayed. Mote that outlier checks are only valid when performed

A B B1. Data entry
Lot/sample B1. B : _— : — :
. Enter the weightz of & replications (1-8) for a zingle sampled seedlot. lgnore: Replication 100-seed weight [g]
idantifiratinn . )
Lot D the ranked resulis with marked red dots generated for the first & replicates. 1 0.0942 15
Ranked results are only used in Part C below. .
1 2 0.0904 10
2 B2. Check the CV. Ifthe CV is 6% or |ess for chaffy kinds, or 4% or less for non-chaffy 3 0.0947 14
kinds, proceed to B3. If the CV is greater than &% or 4% for chaffy and non-chaffy kinds, 1
g respectively, skip steps B3-B5 and go to part C. & V)
4 5 0.0942 13
c B3. The output shows the unrounded mean, with all possible rounding options. Use 6 0.0932 g
section 2.3a of ADSA Rules, vol. 1[2021) to determine the correct number of decimals 16
& for your final answer. Section 1.5 of the accompanying instructions also describes 7 0.0927
7 correct rounding. 8 0.0919 11
a8 9 Pi
B4. Manuzlly enter the correctly rounded mean from B3 in the provided field. = 1
5
10 BS. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 Pi
1 Enter this purity weight without further rounding in D1 for that seedlot. [fyou copy 12 Pj_
\and paste the purity weight from BS to D1, make sure you use the 'Paste as value' 1
12 |function in Excel. Otherwise, Excel will paste the equation for calculating the purity 13 P
13 weight rather than the actual value. Double clicking on the destination cell before 14 Pi
14 Elizabeth 2019 \pasting is a shortcut for pasting just cell values [double clicking only works for single 15 P:[
cells, not when multiple cells are selected).
- 16 le:
16 Repeat for somples from each seed lot. Before each new onalysis, make sure you clear
17 ‘the contents you entered under B1 and B4 B2. CV (36} first 3 replicates: 2.6
13
15 C B3. Mean before rounding: 0.09375
20 This part is only needed ifthe CV[%) calculated in part B is above the maximum Mean after rounding to 4 decimals: 0.0938
—— rable limit ithe, seed.
aceept imit for efther chaffy or non-chafy - Mean after rounding to 3 decimals: 0.054
Enter the additional replicate weights [9-18) from the same sample in B1. The rank of Mean after rounding to 2 decimals: 0.03
each replicate weight, based on its absolute difference from the mean, is displayed Mean after rounding to 1 decimal: 0.1
tothe rlghtufthei?ata.ﬂmnngthe 16 replicates, the two rEplICEt?WEIgthWIth the Mean after rounding to whole ramber- o
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.0938

B5. Purity and bulk/noxious exam weights

Purity wt. [2500 seeds):

2,345

Bulk/noxious weed wt. (25,000 seeds):

23.45




A B B1. Data entry
. Loﬁr_,amp.le BA. Enter the weights of & replications (1-8) for a single sampled seedlot. Ignore: Replication 100-seed weight (g)
LDT:"""“P’“'I‘; the ranked results with marked red dots generated for the first 8 replicates. 2 02057 1
Ranked results are only used in Part C below.
1 2 01113 13
2 |Bl. Check the CV. If the CV is &% or |less for chaffy kinds, or 4% or less for nen-chaffy 3 0.1102 16
5 kinds, proceed to B3. If the CV is greater than &% or 4% for chaffy and non-chaffy kinds, n TirEw 10
respectively, skip steps B3-B5 and go to part C. .
4 5 01113 15
= B3. The output shows the unrounded mean, with all possible rounding options. Use 6 0.1115 12
s =ection 2.3a of ADSA Rules, vol. 1 (2021) to determine the correct number of decimals = 0.1082 3
for your final answer. Section 1.5 of the accompanying instructions also describes '
7 correct rounding. 3 0.1071 14
3 5 |@:
R B4. Manually enter the correctly rounded mean from B3 in the provided field. o Pl
10 B5. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 Pl
1 Enter this purity weight without further rounding in D1 for that seedlot. [fyou copy 12 P]_
\and paste the purity weight from BS to D1, make sure you use the 'Paste as value”
12 \function in Excel. Otherwise, Excel will paste the equation for caolculating the purity 13 Pl
13 weight rather than the actual value. Double clicking on the destingtion cell before 14 Pl
12 \pasting is a shortecut for pasting just cell values [double clicking only works for single 15 P]_
- T m | celis, not when multiple cells are seiected). = b 1
16 |Repeat for samples from each seed lot. Before each new analysis, make sure you clear
17 the contents pou entered under B1 and B4. B2. CV (3¢); first 8 replicates: 3.0
13
19 C B3. Mean before rounding: 0.10343
20 This part is only needed if the CV[%] calculated in part B is above the maximum Mean after rounding to 4 decimals: 0.1094
R i Mean after rounding to 3 decimals: 0,109
Enter the additienal replicate weights (3-16) from the same sample in B1. The rank of Mean after rounding to 2 decimals: 0.11
each replicate weight, based on its absolute difference from the mean, is displayed Mean after rounding to 1 decimal: 0.1
to the rlghtnftherjlata.AmungthE 16 replicates, the two rElecatfewmghr_r.wmh the T T T R T o
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.1094

C1. Arevised CV is calculated based on all 16 replicates. Ifthe CV is within acceptable|
Mlimits [equal to or less than 4% or 6% skip C2 and proceed to C3 without checking for
loutliers. [fthe CV is greater than the acceptable limit, goto C2.

C2. Dutlier checks for the two replicate weights with the |argest absolute difference
Ifrnm the mean are displayed. Note that outlier checks are only valid when performed

B5. Purity and bulk/noxious exam weights

Purity wt. {2500 seeds):

2735

Bulk/noxious weed wt. (25,000 seeds):

27.35




A B B1. Data entry
Lot/sample . - - — -
iAentifieat B1. Enter the weights of 8 replications (1-8) for a single sampled seediot. Ignore Replication 100-seed weight [g)
Lult antiea "I\[r; the ranked results with marked red dots generated for the first 2 replicates. 1 0.0991 12
Ranked results are only used in Part C below. .
1 2 0.0994 1
2 B2. Check the CV. If the CV is 638 or less for chaffy kinds, or 4% or less for non-chaffy 3 0.0965 13
kinds, proceed to B3. If the CV is greater than 6% or 4% for chaffy and non-chaffy kinds,
3 ) ; a 0.0958 3
respectively, skip steps B3-B5 and go to part C.
4 5 0.0996 10
= B3. The cutput shows the unrounded mean, with all possible rounding options. Use 6 0.0933 16
section 2.3a of ADSA Rules, val. 1 (2021) to determine the correct number of decimals 15
& for your final answer. Section |1.5 of the accompanying instructions also describes 7 0.0575
7 correct rounding. 3 0.0973 14
8 5 [@:
B4. Manually enter the correctly rounded mean frem B3 in the provided field. = 1
5 4
10 BS. The purity and bulk/noxicus weed exam weights are calculated for this seedlot. 11 Pl
1 Enter this purity weight without further rcunding in D1 for that seedlot. ifyou copy 12 P1
ond paste the purity weight from B3 to D1, make sure you use the Poste gs value” 1
iz \function in Excel. Otherwise, Excel will paste the eguation for calculating the purity 13 P
13 waeight rather than the actual value. Double clicking on the destination cell before 14 Pl
14 pasting s o shortcut for pasting just cell values [double clicking only works for single 15 P1
celis, not when multiple ceils are selected).
15 16 hl
16 CC3:WT:GH2022 Repeat for samples from eoch seed lot. Before each new analysis, make sure you clear
17 the contents you entered under B1 and B4. B2. CV [%}; first 8 replicates: 1.4
13
15 C B3. Mean before rounding; 0.09799
20 This part is only needed if the CV[%] calculated in part B is above the maximum Mean after rounding to 4 decimals: 0.0930
pecepinhichin e e Saiviran s Raiirses Mean after rounding to 3 decimals: 0.058
Enter the additional replicate weights [9-18) from the same sample in B1. The rank of Mean after rounding to 2 decimals: 0.10
each replicate weight, based on its absolute difference from the mean, is displayed Mean after rounding to 1 decimal: 0.1
to the rlghtnfthei‘:lata.AmDngthE 16 replicates, the two rElecatfewmghamh the Me:an after rounding towhole number- 0
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: 0.093

C1. Arevised CV is calculated based on all 16 replicates. If the CV is within acceptable
limits (equal to or less than 4% or 6% skip C2 and proceed to C3 without checking for
outliers. [fthe CV is greater than the acceptable limit, go to C2.

C2. Outlier checks for the two replicate weights with the largest absolute difference

B5. Purity and bulk/noxious exam weights

Purity wt. {2500 seeds):

2,45

from the mean are displayed. Note that outlier checks are only valid when performed

Bulk/noxious weed wt. 25,000 seeds):

24.5




A B B1. Data entry
Lot/sample : S . —_— -
BA. Enter the weights of 8 replications (1-8) for a single sampled seedlot. Ignore Replication 100-seed weight [g)
idantifiratinn . .
Lot D the ranked results with marked red dots generated for the first 8 replicates. 1 0.1066 11
Ranked results are only used in Part C below. '
1 2 0.1004 13
2 B2. Check the CV. If the CV is &% or less for chaffy kinds, or 4% or less for non-chaffy 3 0.0979 10
5 kinds, proceed to B3. If the CV is greater than &% or 4% for chaffy and non-chaffy kinds, 5 TR 14
respectively, skip steps B3-B5 and go to part C. :
4 5 0.0963 9
5 B3. The output shows the unrounded mean, with all possible rounding options. Uzse = 0.1026 16
=ection 2.3a of 4054 Rules, vol. 1 [2021) to determine the correct number of decimals 1
& for your final answer. Section |.5 of the accompanying instructions also describes 7 0.1066
7 correct rounding. 3 0.1034 15
s ) j@:
B4. Manually enter the correctly reunded mean from B3 in the provided field. 7 1
5 |®
10 B5. The purity and bulk/noxious weed exam weights are calculated for this seedlot. 11 Pl
1 Enter this purity weight without further rounding in D1 for that seedlot. [fyou copy 12 Pj
jand paste the purity weight from B5 to D1, make sure you use the 'Paste as value” 1
12 nction in Excel. Otherwiss, Excel will poste the equation for calculating the purity 13 P
13 weight rather than the actual value. Double clicking on the destination cell before 14 Pl
14 pasting is o shortcut for pasting just cell values [double clicking only works for single 15 P 1
cells, not when multiple cells are selected).
15 16 I.i
16 \|Repeat for samples from each seed lot. Before each new analysis, make sure you clear
17 lcc12:wT:HVI2024  [the contents you entered under B1 and BA. B2. CV (3); first 3 replicates: 3.6
13
19 C B3. Mean before rounding: 0.10231
20 This part is only needed ifthe CV[%] calculated in part B is above the maximum Mean after rounding to 4 decimals: 0.1023
ohle limit ithel seed!
occept imit for either choffy or man-chaffy = Mean after rounding to 2 decimals: 0.102
JEnter the additional replicate weights [3-16) from the same sample in B1. The rank of Mean after rounding to 2 decimals: 010
each replicate weight, based on its absolute difference from the mean, is displayed Mean after rounding to 1 decimal: 0.1
to the right of the data. Am the 16 replicates, the tw licats ights with th
BLrEs £ .a 2 A ?WEIg W = Mean after rounding to whole number: [1]
llargest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: | 01022

C1. Arevised CV is calculated based on all 16 replicates. [fthe CV is within acceptable!
limits [equal to or less than 4% or 6%) skip C2 and proceed to C3 without checking for
outliers. If the CV is greater than the acceptable limit, goto C2.

C2. Qutlier checks for the two replicate weights with the largest absolute difference

Ifrnm the mean are displayed. Mote that outlier checks are only valid when performed

B5. Purity and bulk/noxious exam weights

Purity wt. {2500 seeds):

2,5575

Bulk/noxious weed wt. {25,000 seeds):

25,575




C1. Arevised CV iz calculated based on all 16 replicates. Ifthe CV is within acceptable|
limits [equal to or less than 4% or 6%} skip C2 and proceed to C3 without checking for
outliers. Ifthe CV is greater than the acceptable limit, goto C2.

C2. Outlier checks for the two replicate weights with the largest absolute difference

A B B1. Data entry
Lot/sample : S . —_— X
B1. Enter the weights of & replications (1-8) for a single zampled seedlot. Ignore Replication 100-seed weight (z)
idantifiratinn . "
Lat - the ranked results with marked red dots generated for the first 8 replicates. 1 0.1023 12
Ranked results are only used in Part C below. .
1 2 0.0987 1
2 B2. Check the CV. Ifthe CV iz 6% or less for chaffy kinds, or 4% or less for non-chaffy 2 0.1006 15
kinds, proceed to B3. If the CV is greater than 6% or 4% for chaffy and non-chaffy kinds, 10
g respectively, skip steps B3-B5 and go to part C. & CHLE
4 5 0.1011 16
= B3. The gutput shows the unrounded mean, with all possible rounding options. Use 6 0.1027 13
G =zection 2.3a of ADSA Rules, vol. 1 (2021) to determine the correct number of decimals 7 0968 9
for your final answer. Section 1.5 of the accompanying instructions also describes .
7 correct rounding. 2 0.1018 14
5 3 j®:
B4. Manually enter the correctly rounded mean from B3 in the provided field. T 1
5 o
10 BS. The purity and bulk/noxicus weed exam weights are calculated for this seedlot. 11 Pi
11 Enter this purity weight without further rounding in D1 for that seedlot. [fyou copy 12 Pj_
and paste the purity weight from BS to D1, make sure you use the 'Paste as value” 1
12 \function in Excel. Otherwise, Excel will paste the equation for calculating the purity 13 P
13 weight rather than the actual value. Double clicking on the destination cell before 14 Pi
14 pasting isa shortcut for pasting just cell values [double clicking only works for single 15 P 1
celis, not when multiple cells are selected).
15 16 hi
16 Repeat for somples from each seed lot. Before eoch new analysis, make sure you clear
17 the contents you entered under B1 and B4. B2. CV/ (36}; first 8 replicates: 2.5
18 CC12:WT:SKM2024
19 C B3. Mean before rounding: 0.10115
20 This part is only needed if the CV{%) colculated in part B is above the maximum Mean after rounding to 4 decimals: 0.1012
— ble fimi .
accept R ot hen or = Mean after rounding to 3 decimals: 0.101
Enter the additional replicate weights (3-16) from the zame sample in B1. The rankof Mean after rounding to 2 decimals: 0.10
each replicate weight, based on its abzolute difference from the mean, iz displayed Mean after rounding to 1 decimal: 0.1
tothe rightnfthei':lata.ﬁ\mnngthe 16 replicates, the two rEpIicatrzweighTswith the e T T o
largest absolute difference from the mean, ranked 1 and 2 from higher to lower, are
marked by corresponding red dots.
B4. Enter rounded mean value here: | 0.1012

B5. Purity and bulk/noxious exam weights

Purity wt. (2500 seeds):

2.53

from the mean are displayed. Note that outlier checks are only valid when performed

Bulk/noxious weed wt. (25,000 seeds):

25.3

Purity weight Calculator, https://analyzeseeds.com/committees/purity-analysis/, accessed 9/25/2025
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